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Answer Question No.1 (Part-1) which is compulsory, any EIGHT from Part-II and any TWO 

from Part-III. 
The figures in the right hand margin indicate marks. 

 
Part-I 

Q1  Only Short Answer Type Questions (Answer All-10) (2 x 10) 
 a) What do you mean by SNP? How many numbers of alleles are there in SNP mapping?  
 b) Write the principles of any one method used for measurement of concentrations of 

protein? 
 

 c) Write the principle of 2-D electrophoresis?  
 d) What is the principle of automated DNA sequencing method?  
 e) What is Pedigree analysis?  
 f) What is a microarray? How can it be used to obtain information about gene function?  
 g) What is metabolomics?  
 h) What is proteome?  
 i) Differentiate between pharmacogenetics and pharmacogenomics?  
 j) What do you mean by Reverse genetics?  
    
  Part-II  

Q2  Only Focused-Short Answer Type Questions-  (Answer Any Eight out of Twelve) (6 x 8) 
 a) Write down the principle and applications of NMR spectroscopy.  
 b) Write short notes on LC/MS-MS for identification of proteins and modified proteins?  
 c) What is expression tag sequence? How is it prepared?  
 d) Briefly discuss about genome annotation and information from web?  
 e) Discuss the types of genome mapping techniques.  
 f) What is MALDI-TOF? Describe its principle and objectives?  
 g) Write the relation between genome size and gene number in prokaryotes?  
 h) What is comparative genomics?  
 i) Discuss the Carbon pathway?  
 j) What is proteomics? Write about different applications of proteomics?  
 k) Discuss the Yeast two hybrid system and its role in protein-protein interaction study?  
 l) Discuss role of high throughput screening technique in genomic study and drug 

development. 
 

    
  Part-III  
  Only Long Answer Type Questions (Answer Any Two out of Four)  

Q3  Explain with the help of a suitable example, the computational approach for studying 
protein-protein interactions? 

(16) 

    
Q4  What is Homology modelling? How can you build a 3D structure of a protein by using 

this technique? Discuss the various structure based drug design approaches? 
(16) 

    
Q5  What is the significance of complete genome sequencing? Discuss about different 

sequencing method and strategies? 
(16) 

    
Q6  What do you mean by functional genomics and transcriptome? How are DNA arrays 

useful in functional genomics? 
(16) 
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